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Figure S1 TIC profile from LC-ESI-MS of venom extracts of Dinoponera quadriceps. Injected
10% of a pool of crude venom extract from individuals of a single colony to reverse-phase
HPLC using CAPCELL PAK Cy (1.5 x 150 mm) with linear gradient of 5-65%
CH3CN/H,0/0.1% formic acid over 20 min at flow rate of 200 ul/min.



Table S1 On-line mass fingerprinting of crude venom extract from Dinoponera
quadriceps by LC-ESI-MS.

Fr. Retention +
No. Time (min) [M+H]" m/z

1 1.0-1.2 112.050, 112.086, 116.070, 118.086, 134.044, 148.060, 156.076, 258.109
1.2-2.0 132.101, 138.091, 154.086, 182.080
2.0-4.0 122.096
4.0-6.0 205.096

6.8-7.1 550.296, 665.322, 873.518, 1062.651, 1133.688
7.1-7.3 1002.596, 1187.647, 3178.752

2
3
4
5 6.0-6.8 435.271, 778.526, 786.487
6
7
8

7.3-7.7 925.594, 1289.778, 1343.736

9 7.7-7.9 986.603, 1039.513, 1565.860

10 7.9-83 1017.530, 3162.759

11  8.3-8.9 872.542, 926.459, 1031.548, 1084.459, 1187.636, 1320.738, 2100.133
12 8.9-9.3 2419.283, 2465.271, 2584.342, 3197.691

13 9.3-95 2449.276

14 9.5-938 1504.857, 2403.288, 2561.375

15 9.8-10.5 985.623, 1932.054, 2433.284

16 10.5-12.1  1499.916, 1991.184, 2191.179, 2534.312

17 12.1-131  1856.119, 1909.028
18 13.1-13.4  1840.126, 1898.128

Table S2 Small molecules in the crude venom extract from Dinoponera quadriceps by
LC-ESI-MS.

RT Intensity [M + HJ* Elemental

(min) x 10¢ mfz composition Compound
1.09 900 112.086 CsH1oNs Histamine
1.16 2 156.076 CsH10N302 Histidine
1.21 4 112.050 CsHsNsO Cytosine
1.29 60 116.070 CsH1oNO2 Proline
6 118.085 CsH12NO2 Valine
25 134.044 CsHsNOs Aspartic acid
50 148.060 CsH1oNO« Glutamic acid
5 258.109 C10H16N30s Thymidine
1.36 360 154.086 CsH12NO:2 Dopamine
1.50 55 132.101 CsH1sNO2 Leucine/Isoleucine
14 138.091 CsHi2NO Tyramine
9 182.080 CoH12NOs Tyrosine
2.82 30 122.096 CsHi2N Phenethylamine

4.40 5 205.096 CuiHisN202 Tryptophan




Table S3 Peptides sequences identified by MS/MS analysis.

Intensity (M+H)*

Fr RT Peptide sequence

x 103 m/z
5 6.10 6 435.271 FRL
6.19 35 786.487 LPPLLRA-NH:2
6.26 160 778.526 LVPSLMK-NH:2
6 6.75 80 665.322 DDFRL
6.78 11 1062.651 HFLPPLLRA-NH:2
6.91 120 550.296 DFRL
6.96 39 873.518 SLVPSLMK-NH2:
6.98 13 1133.688 AHFLPPLLRA-NH:2
7 7.02 28 1002.596  LSLVPSLMK-NH:
7.26 850 1187.647 GVLPDDFRLR
8 7.59 19 1343.736 GVGVLPDDFRLR
7.67 18 925.594 FLPPLLRA-NH:
9 7.80 280 986.603  LSLVPSLMK-NH-2
7.83 120 1565.860 GLKDWWNKHLRL
10 7.92 29 1017.530 GVVPDDFRL
8.14 7000 3162.751 GLKDWWNKHKDKLVKVVKEMGKAGLNAA-NH:
11 8.34 20 2100.133 GTLAKWALKALPAAMGMKQN
8.43 5600 1031.547 GVLPDDFRL
8.53 580 1320.745 FWGTLAKWALK
8.57 260 1187.635 GVGVLPDDEFRL
8.74 130 872.542 LVGALVSTL
14 9.70 90 2561.385 FWGTLAKWALKALPAAMGMKQNK
9.94 37 1504.857 FWGTLAKWALKAL
15 10.18 4500 2433.290 FWGTLAKWALKALPAAMGMKQN

18 13.37 1800 1840.126 LVGALVSTLLSLVPSLMK-NH>




